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Advances in Antimicrobial Resistance Genes in Vibrio parahaemolyticus
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Abstract; Vibrio parahaemolyticus is one of the main pathogenic bacterium in aquatic products. Due to the
excessive use of antibiotics in aquaculture industry and agriculture, Vibrio parahaemolyticus has evolved varying
resistance to antibiotics recommended for treatment of Vibrio infection. Furthermore, Vibrio parahaemolyticus
strains carriying horizontal mobile elements such as plasmids and integrons have been found, which increases the
chance of antibiotic resistance exchanging between bacteria,leading to increases the resistance spectrum of Vibrio
parahaemolyticus.
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