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Abstract: To investigate the prevalence and the drug resistance of porcine Pasteurella multocida (Pm) in China
in 2017, Pm was isolated and identified by bacterial isolation culture and PCR method. The capsule serotype, the
regional distribution and the infection pattern were also investigated. The susceptibility of the isolates to 20 kinds
of antimicrobial agents was determined by disk method. 236 strains of Pm were isolated and identified from 6288

clinical samples collected in China with the total isolation rate of 3.75%. 55 isolates were randomly selected for
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serotyping, including 25 serotype A strains, 27 serotype D strains, 1 serotype F strain, and 2 untyped strains.

Among different provinces, Guangdong possessed the highest isolation rate (4.97%) followed by Henan (3.69% )

and Hubei (3.25% ). The proportion of simple infection and co—infection were 42.80% and 57.2% , respectively.

The most common co—infectious bacteria were Streptococcus (28.81% ) and Haemophilus parasuis (12.29%) . The

resistance rate of Pm to doxymycin was the highest (83.64% ). The resistance rates to kanamycin, gentamycin,

streptomycin and amikacin were 43.64% ~52.73%. Pm was mostly sensitive to polypeptide B and ofloxacin ( both

with the resistance rate of 1.82% ). This study suggests that the main serotypes of Pm prevelent in pig herds in

China are still serotypes A and D. The co—infections of Pm with other bacteria are clinically common and Pm is

resistant to many antibiotics.
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Tab 1 PCR primers used in this experiment

IR H By Gl e SIFHI(5—3) PCR =¥ / bp
Serotype Target gene Primer number Primer sequence ( 5°—3" ) PCR product / bp
Pm-1 ATCCGCTATTTACCCAGTGG
Pm Kmtl 457
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A 7 Pm hyaD—-hyaC 1048
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3.D B Bk PCR =4 ;4.F UL MR PCR 74 ;5. BIHEXT IR
M: DL2000 DNA marker; 1. PCR product of Pm for identifying;
2. PCR product for capsular type A; 3. PCR product for capsular type D;
4. PCR product for capsular type F; 5. Negtive control
E1 SFR4EERAERN PCREEREESE
Fig 1 Identification and capsular typing of Pm by PCR
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Fig 2 Map of the regional distribution of Pasteurella multocida in 2017 in China
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Pm. Pasteurella multocida; SS. Streptococcus suis; HPS. Haemophilus parasuis; E.coli. Escherichia coli;

Bb. Bordetella bronchiseptica; S.hyicus. Staphylococcus; APP. Actinobacillus pleuropneumoniae; SE. Swine erysipelas
3 2017 FREREES FECRAFBRRER

Fig 3 Infection of Pasteurella multocida in 2017 in China
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Tab 2 The sensitivities of 55 strains of porcine Pasteurella multocida isolates to 20 drugs

, UK # ifit 24
#51 %%, stk il ki it 2%
. . No. of sensitive No. of medium No. of resistant ;
Category Antibacterial agents . o . Drug resistance rate
isolates sensitive isolates isolates
LA 49 4 2 3.64%
. S 53 0 2 3.64%
kAl ng 47 3 5 9.09%
L AumEhs 48 4 3 5.45%
) B 5L P K 51 2 2 3.64%
HERL )
AFEEEER 36 3 16 29.09%
R 17 14 24 43.64%
KREE 16 11 28 50.91%
AR FIREE 16 10 29 52.73%
Fap oK s AL 11 20 24 43.64%
H 33 8 14 25.45%
NSRS PR 50 2 3 5.45%
[UEZS e ;SRR 1 8 46 83.64%
W R 43 6 6 10.91%
. HRW R 53 1 1 1.82%
M S
WRY A 42 1 12 21.82%
YisR7 a0y 49 0 6 10.91%
ATRRE R 49 0 6 10.91%
Z IR ZHiHE B 54 0 1 1.82%
it g 448 554541 P 42 g s g 32 10 13 23.64%
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