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The Research of 16SrRNA Methylation Enzyme Gene to E. Coli

Investigation and Transfer in Guizhou
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Abstract; The object was 167 strains E. colis of the large — scale pig farms in Guizhou, explored the
prevalence of 16SrTRNA methylation enzyme gene and transfered research, to provide theoretical basis for the
rational use of aminoglycosides. Application of trace the broth dilution method to determine the sensitivity of
drugs and polymerase chain reaction ( PCR) to detect 16S—RMTase genes” carry and transfer. The average
resistance rates of amikacin, kanamycin, streptomycin, gentamicin, neomycin was 17.5% .67.8% .80.9% .
77.67% and 75.33% respectively. 8 strains of rmtB were found and the detection rate was 4.8% , armA was
not detected. Therefore, rmtB gene can be transferred to the salmonella and E.coli, and strain resistance level
increased significantly after the transfered.
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