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Abstract; To study the effect of transcriptional level on PhoPR two — component system genes by Copiis chinensts
total alkaloids, the different concentrations of Coptis chinensis total alkaloid or in combination with RFP were
applied to detect sensitivity to MT =7, MB — 1 and H37Rv. Then the total RNA was extracted and reverse
transcribed. The expression level of PhoP and PhoR genes belonging to the PhoPR two — component system which
was related to drug resistance were analyzed and compared by realtime fluorescence quantitative PCR. The results

showed that the expression level of PhoP and phoR of MT -7, MB —1 was decreased significantly with the high
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concentration of total alkaloids from Coptidis rhizoma. The expression of level of PhoP and phoR of MT -7 and

MB -1 was decreased significantly by Copiis chinensis total alkaloid combined with RFP. The results showed that

Coptis chinensis total alkaloid was antibacterial synerists of RFP. The result will provide a theoretical basis for

mechanism of action of antibacterial synerists.
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