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Abstract: In order to develop a real —time quantitative PCR to detect duck hepatitis A virus serotype 1

(DHAV-1), a pair of primers and one TagMan probe were designed and synthesized, according to the 5’

untranslated sequences of DHAV —1 published on GenBank, The recombinant plasmid was built as a standard

control for the method, the specificity, sensitivity, and repeatability of the method were determined, and also

preliminarily applicated in the detection of clinical samples. The results showed that the detection assay was

specific for DHAV—1, and there was no cross reaction between duck hepatitis A virus serotype 3( DHAV-3) and

the other viruses including duck plague virus, Newcastle disease virus, avian influenza virus, duck reovirus,

avian infectious bronchitis virus, etc. The method also showed high sensitivity, as low as 10 copies virus could be

detected for each reaction, and good reproducibility, there was a coefficient of variations less than 3% for both
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inter—assay and intra—assay. The detection results of clinical samples were consistent with the sequencing. These

results indicated that the developed TagMan fluorescence quantitative PCR assay had the advantages of good

specificity, sensitivity and repeatability ; it was useful for the rapid diagnosis and quantification analysis of DHAV-1.
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