drEE 2G4k 2019 42 12 A% 53 B4 12 1 Chinese Journal of Veterinary Drug -1

doi:10. 11751/ISSN. 1002 —1280.2019.12.01

RS 0 figy IO BE T AR A2 BBk oC 8 H 2R P81 43 i

—1 mlx — 1 1 RN} % 1 1
P ERY B R BERRT MREE
(1M KA 2a A R A R, T 5103005 2. FERG AR K2, M 510642)
[WFEEEA] 2019 -08 -29 [ XEFRIRAG]A [ XE4S]1002 - 1280 (2019) 12 -0001 -06 [ HE 42 S]8852.65

[ F] A RETEA R KRR KT B K8 I R e AE Fo B IE P oK BT JIE R AR e
ARENERAE R T 2 BB — % AL THIEE, &4 & GDE93, x # & i i
i % GD693 tk oC & A ZEH ¥ 4T RT-PCR ¥ . & Al )7, 7 § 5% F 4k oC & G EH ¥ 7 34T
toxt oA, 4R BT :GD693 #k & #7 AL AF 7 3% % (NDRV) R R Sk AL TH UM E — Ko %, 2
HATF-—NERN X, BETEE2 B, AHMHINRLEMNX Z; 5 NDRV K& F4H 091 4%,
THI1 #% 8 oC EO X EFIHTUR N, FERTRAAERN TR R, EHATHALELF
W,

[X$iR] HABLTHIFEE; 28 L E;0C &AEE;FH 47

Sequence Analysis of Sigma C of Novel Duck Reovirus

Isolated from Guangdong Province

ZHANG Si - yuan', LU Xiu —xian'", YUN Ao', LIANG Zhao - ping',
PAN Jun - bin®*, LIN Ju —pan', YE He - jia'
(1. Guangzhou South China Biological Medicine Co. Lid , Guangzhou ,China, 510300, China ;
2. South China Agricultural University, Guangzhou 510642, China ;)
Corresponding author; LU Xiu — xian, E — mail :1287396702@ ¢q. com

Abstract; A strain of novel duck reovirus (GD693) was isolated from cherry valley duck that was affected by soft
feet, enlarged joints, enlarged spleen and necrotic liver lesions in a meat duck farm from Guangdong province.
The sigma C protein gene of the novel duck reovirus strain was amplified, cloned and sequenced by RT - PCR,
and compared with the reference strain sigma C protein gene sequence. The results showed that GD693 was in the
same branch of the evolutionary tree as the novel reovirus (NDRV) , but they were in a single branch, which
belonged to the gene type 2 and had similar genetic evolutionary relationships. Compared with the sequence of
sigma C protein gene of NDRV representative strain 091 strain and TH11 strain, there were nucleotide and amino
acid sequence changes, and the strain may be mutated or virulence enhanced.
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EIE7 RN FIFSI(5°—37) Fr B /bp
MPV - F AGAGAAAGAAAACCCGT
MPV - R GTTGCCTCCAAAGGAGG o0
NDRV - F CTCAGGATATCGCTGAAACT
NDRV - R CTCCATCCCTGCAGCACATG 0
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Fig1 Death embryo body changes
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Fig 2 RT - PCR results of isolated strains
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A(L =3) BRAE . ™ EIRFE , ALLLE5 R A A, B T OB IR A S 5
B(1 =3) JIFHE P i , 25 it A8
A(1-3) spleen; severe necrosis, disintegration of the tissue structure, and formation of an inflammatory reaction zone under the capsule;
B(1 -3) liver: hepatocyte swelling, vacuolar degeneration
3 FRIERSARAE AT AEA R RIEY] A E
Fig 3 Histopathological section of the spleen and liver of dead duck

C APHE: C1 APHER 23 @ B, C2 FEM R I D (1 —4) BRE . FEi AR A 3 G IRSE A

C liver; C1 liver is yellowish, brittle, C2 liver is hyperemia, a little bit bleeding;

D(1 -4) spleen: congestion, swelling, yellow necrosis
4 ZHYEFKE

Fig 4 Animal regression experiment
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Fig5 RT -PCR results of ¢C protein gene segment
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Fig 6 Inheritance of NDRV GD693 strain and reference strain oC protein gene sequence tree
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