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Abstract: Ebola virus disease (EVD) is a mortal epidemic caused by Ebola virus (EBOV). Ebola virus disease

has broken out for many times in several western African countries. It has resulted in a large number of deaths and

major property losses. This paper reviewed the latest research progress in etiology and molecular biology of Ebola

haemorrhagic fever for better understanding of Ebola haemorrhagic fever.
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Fig 1 Electron microscope photography of Ebola virus
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