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Abstract; In order to master the pathogen species and its drug resistance in duck field, the traditional
bacteriological method was used to identify the pathogen and drug susceptibility test, and the PCR method was
used to detect the drug resistance gene. The results showed that the pathogen is Escherichia coli, Staphylococcus
aureus and Riemerella spp. ; The main pathogens showed multiple drug resistance to 20 kinds of antibiotics, and the
TEM and CTX-M resistance genes were detected in Escherichia coli isolates, MecA and blaZ resistance genes
were detected in Staphylococcus aureus isolates. These results provide a scientific basis for the prevention and
control of bacterial diseases in Yanyuan county.
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Fig 1 The isolated culture results of bacteria from the partial diseased duck tissue samples



2 A% A5 2017 4F 12 A5 51 855 12 11

Chinese Journal of Veterinary Drug

- 15 -

2 HASBEAERE=ZREBER
Fig 2 The Gram staining results of partial isolated bacteria
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Tab 1 The identification results of isolated bacteria in duck farm
P L 2y W ¥ i LE % il 137
Fik KRB B/ % AREC LeBil/% BRER HeBl e BREL HRBl % BREC Bl % WREC Bl % BRER M ER/%
Y [ TR - - 31 53.4 15 25.9 12 20.7 - - - - 58 42.34
M ER 12 25.5 16 34.0 - - 11 23.4 8 17.0 - - 47 34.31
LR CFF R 3 21.4 - - - - - - 5 35.7 6 42.9 14 10.22
IR - - 5 71.4 - - - - - - 2 28.6 7 5.11
HR/R FR - - - - 1 25.0 3 75.0 - - - - 4 2.92
MR AT A - - 1 25.0 - - 3 75.0 - - - - 4 2.92
[EE N 0R:) - - - - 2 66.7 1 33.3 - - - - 3 2.19
F2 1 455 mT 50, DR ARE S 15 37,955 SIS 9 e} 21 22 s,

ZUh gl 7 AR 137 BT, b R 2R R A N
JRANTA (58 k) %0 BR T & A0 (47 %) F1 BRI
FRRJE A& (14 8k ), 70 85 570 o 42.34% |
34.31%H110.22% , FEALEIBOIR A [CTA 30 Pk 2
BRI 30 HRAHER AT 10 AR BB RE 324, 167
BALB/c [, 455 % B0 B i A i ¥ BEESE BALB/ ¢
R, BOERAY 5k 40% 40% F1 20% ,

23 AWGREEWMAEAMNER BAEME
B U (BI R 75 TC T 30 Ak R4 BR 1A 30 kA
BRICATFTA 10 BR ) AR SR 7T 25 BOASS: , 25 8 n

M 2 SR AT, SRS 3 20 I B AN A
FERERTT 25 B4, Forh IR A TR TR 70 B bk X 77 8 &R
EN UYL NS IHEVN XL J v 2 2 SN2
R CBIRHER R RN IRIRIR A% 5 S A
AR B R AT 25 7R 15 100% ; 7 %5 Bk 18 20 25 B o i
R G LAENT JEBRER TR AR LM
BERERE 2R BT A 2 R AR JE 5 R 25 R 1K93.3%
HUBRECHT I 70 B AR X T B R G Bl S P Ak R %
ENR-2ES AR WOURR S TR IR- Sl
AR I 25335 100% .
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Tab 2 The results of drug susceptibility test of the main pathogens in scale duck farms
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X ) i A LG 40 25 bk TR TR 43 B bk LR P 1 43 B ik
PRI PR AR - :
M2REL W%/ % WA WEAR/ % WEIREL it 245/ %
HHEECGC 30 100 28 93.3 10 100
B B P 30 100 6 20.0 10 100
B- P . N
S 3 \ 1 26.
Wk Sk A A 30 00 8 6.7 8 80
L3 30 100 28 93.3 8 80
TBHR 30 100 28 93.3 4 40
KK&GEER 12 40.0 0 0 8 80
S TR 18 60.0 0 0 10 100
LS R R 20 66.7 16 53.3 10 100
R 12 40.0 0 0 2 20
) UEZS 30 100 28 93.3 2 20
UEZNE S
RN FER 28 93.0 20 66.7 4 40
AR % 24 80.0 28 93.3 10 100
jﬁf L EIRTER R 30 100 28 93.3 8 80
HI<
P57 B 2 8 26.7 28 93.3 10 100
R R 24 80 14 46.7 8 80
MR S
IR SRR 30 100 14 46.7 8 80
fitf e 2 i g Y e S W e 30 100 22 73.3 10 100
EFieS ZHiHE B 4 13.3 10 33.3 8 80
BRRT e 2 AT R 30 100 0 0 8 80
FAmEE FoRRH 28 93.3 28 93.3 10 100

HRARE FR G 37 32 200 J5L B (A TG TA | 49 3K
FHLER [CAT R ) XF 20 Ao A= = 9T 2515 Bl AT 58
0T, 25 R N3 3 PR,

13 3 S5 AT A1, FRH0 37 32 B0 )5 A B A 7 2
HM 2GR, Hrh A T 73 B vk 2 J M 24 S 4
gy P13 DL B2 BRI R AR
EMFZGIGIRZ, LA 9 ~ 12 T UL 5 4 BREA 40 B ik
Z M IMGAN D DL 5~ 12 E 2 &,
2.4 W E B R A E AN
2.4.1 RAKHA B-ABEE A EAR
30 BRI A T 73 B bR 5 I 9, 32 JBCAN T B0RL DNA
YRR, R T B — PN I g il Tiof 24 35 [R5 | 4 A 7
PCR ¥4, 25 R 018 3 IR,

M3 25501 F H, £E 30 BRIR Ay [CTA 40 B Bk

o A] A B B - P R e B TEM AL T 24 5 K
(1080 bp) fil CTX-M Ziffit 253 [H (585 bp) , K %
43R 46.7% (14/30) F1 100% (30/30) , T A< 4G
F B-BEREEG SHV Uit 2535
242 HAHAKWA B-ABLEEARAR 30
PRA 2 BRI 70 B bR B SR 1, $2 BN o7 5O DNA £
AR SR T B = N T e S T 245 B A (‘mecA T 24 K
Hl blaZ Tt 2556 1) 5 | ¥ i#E4T PCR 973, 45 R anf&l
4 flrn

M 4 G550 FE 30 A 78 BR B 4 1 bk
AR B B - N BE i 2K mecA TR 25 Ak Y
(1847 bp) Hl blaZ it 253K (800 bp) , £ Hi %435l
}13.3%(4/30) F1 60.0% (18/30) .
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Tab 3 The analysis results of multiple drug resistance of pathogen in duck farms

Bty RIE B W (n=30) H# IR S B (n=30) HRFFE B H (n=10)
EZiUT R} - - :

I Tt 245 L] [k 3 iiif 245 L A3 AL it 24 L 4]
SHE - - 2 6.7 % - -
6 E - - 4 13.3 % - -
7H - - 4 133 % - -
8 - - 4 13.3 % - -
9FE - - 2 6.7 % 2 6.7 %
10 & - - 8 26.7 % 2 6.7 %
11E - - 4 6.7 % 4 13.3 %
12 % - - 2 6.7 % 2 6.7 %
138 2 6.7 % - - - -
14 F 2 6.7 % - - - -
15 i 4 13.3 % - - - -
16 & 10 333 % - - - -
178 12 40.0 % - - - -

585bp
TEm EE cTx-m B
M :DL2000 Marker; 1 ; BAHEXT ;27 . 58433545 EC TR R B M :DL2000 Marker;7; BAH:RT R ; 1-6 . 5B 3545 QR R B
M:DL2000 Marker;1:negative control; M :DIL.2000 Marker;7 :negative control;
2-7:part of the Escherichia coli strain 1-6:part of the Escherichia coli strain

3 HARFREEK B-WELRREEMAERE PCR £ R

Fig 3 The PCR results of part of the Escherichia coli strain —lactamase resistance gene
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250bp

100bp

M : Marker DL2000; 1-5 . #43 Fi bk ; — - F# X IR
M Marker DL2000; 1-5:Part of the strain; —:negative control
BEHKESEK B-NEIREEEE PCR £ R
Fig 4 The pB-lactamase gene PCR results of part of Staphylococcus
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