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Abstract : In order to construct Lactobacillus containing a F — H fusion gene of canine distemper virus( CDV) , the
F - H fusion gene was amplified by gene splicing by overlap extension PCR(SOE — PCR) . The F — H fusion gene
was sub — cloned into shuttle carrier pSIP409 to construct a recombinant plasmid( named as pSIP — F — H). Then
the recombinant plasmid pSIP — F — H was elec — transformed into Lactobacillus plantarum competence cells. SDS
— PAGE and Western — blot were used to detect the expression of F — H fusion protein. In results, the F — H
fusion gene of CDV was amplified successfully. The recombinant plasmid pSIP — F — H was constructed and elc —
transformed into Lactobacillus plantarum competence cells successfully. Results of SDS — PAGE and Western —

blot showed that recombinant Lactobacillus expressed a fusion protein (nearly 62.96 ku in size) and the protein
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can react with CDV positive antibody.
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CDV i F-H @& HEH, HiZRikEH TS CDV
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S B PR T AR R, O DAL AT 1 0 28UAA 1
BUREVE ARG S L e sl Wy 0 1) T B35 2 B 1)
R

Sk

(1] EJEHE. FRRR A M. Ak 5 AR REE, 1993:549 —
553.

(2] XV4RLL. ROEPRERODT TSt e (1] . K S ke 24,2007, 17
(1-2).144 -149.

(3] Bk & REHRATRARES P RG], B E RS,
2012,39(12) .169 - 172.

[4] Sidhu M S,Husar W, Cook S D,et al. Canine distemper terminal
and intergenic non — protein coding nucleotide sequence: comple-
tion of the entire CDV genome sequence[ J]. Virology,1993,193
(1):66 -72.

[5] Wild T F,Fayolle I, Beauverger P,et al. Measles virus fusion: role
of the cysteine — rich region of the fusion glycoprotein[ J].J Vir-
0l,1994 /68 (11) ;7546 —7548.

[6] Hirayama N, Senda M, Nakashima N, et al. Protective effects of
monoclonal antibodies against lethal canine distemper virus infec-
tion in mice[ J].J Gen Virol,1991,72(11) :2827 —2830.

[7] Obeid O E,Partrdus C D, Howard C R, et al. Protection against
morbillivirus — induced encephalitis by immunization with a ra-
tional designed synthetic peptide vaccine containing B — and T -
cell epitopes from the fusion protein of meals virus[ J]. J Gen Vir-
0l,1995,69(3) :1420 - 1428.

[8] £ BE,MBRCEL, 3K 2%, 55 KSR R PIRAT = A )],
[l & M 2 2013 ,40(4) 1198 - 201.

(9] # Wi, 4&) %, BOAE, 2. ROEHUR MBS 5ET]. T
[ = R4 ,2016,46(2) 228 - 231.

[10] FhERIBEZE, s 7 45 IR RO BUR T3 19 70 25 45 X H
BRI LA S (1] P TR PR 2 41k, 2016, 38 (3) 206
-210.

[11] F B, sKAOE. R G B RO IN S5 x5 [T ], Bl
2015(11) :52 -53

[12] XSS, 3R X R BRR R AR 588 2k M L R B A S B ] 5
ML J]. #ARE R R, 2015 (1) :59 - 60.



2016,50(9) :15 ~ 21/ 45 Js, % 25 .21 -

(13] ¢ #%, 09 3, e TLOK, 2. LR B IMUB 3% i 70 1 S e 5 7 [17] W6, SRAT 0K, 4 S0 , %8 RS ORI 3 HN ALK 7L

FEPERFFE[I]. TP EE SN L2016 (4) :90 -93. BRI PR EEL T ] o BERL Y ,2015,45(12) 11242 - 1246.
[14] 5M5 kb , AR 10 I ER 20 2L 14 1 25 TR 9 5 T (18] JRE M, &= i, WA Ak, 45 LAFLRRAT 180 o Ak i 4% e vk

[J]. 22 25,2014 ,49(22) 1973 - 1977. B Jei e S L A D HIFALA DNA G it J]. sh4
[15] fERE .4 B, 7455, %, ZLRR A £ 2E Dh e S AR IR B 78 BE*¥ % ,2009,30(8) :19 -23.

PERELT]. A E 2545 ,2011,45(2) 147 - 50.
[16] XIWEHt, skWELL, % . FLIRFLER B 705 1 5 22 e b 1 B (% %5:FF &)

L] 259477 50K ,2014,21 (1) :75 - 80.





