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Abstract; This experiment was designed to make a thorough study on the biological function of bovine viral
diarrhea virus E, protein by investigating its subcellular localization in mammalian cells. The E, gene fragments of
Changchun184 were amplified by RT - PCR, cloned into eukaryotic expression vector pcDNA3. 1/V5HisA, and
then identified by restriction enzymes digestion and sequencing analysis. The subcellular location of E, protein in
MDBK cells was observed by confocal laser scanning microscope after that the recombinant plasmid pcDNA3. 1/
V5HisA - E,was transfected into MDBK cells by lipofectin for 48 h. The results showed that the E, protein was
expressed in both the nucleus and cytoplasm, and most of the green fluorescence was distributed in a speckled
pattern. All of these results will be as a basis for the further research on E, protein’ s functions.
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