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Isolation and Identification of a Duck Hepatitis Virus Strain

CHEN Sheng —lei, LI Feng —yan, GUO Hua, BIAN Shao - guo,

XIANG Wei, SHU Xiu —wei, MIAO Yu - he
(Liaoning Yikang Biological Co. , Ltd, Liaoyang, Liaoning 111000, China)

Abstract; A virus strain was isolated from suspected duck viral disease from dead duck in liaoning Province ,and
identified by reverse — transcriptase polymerase chain reaction. It is a duck hepatitis virus that named YK strain.
The isolates were passed from E, to Ej, the titer determination in duck embryos were from 10%° to 10*°
ELD,,/0.2 mL; the titer determination in duckling hepatitis tissue titer was 10°°/0. ImL at E,. Animal
regression experimental results showed that The YK strain in duck embryos to 7 — day — old duckling mortality
was 100% . Sequence comparison with DHV — A serotype showed that the identity was 71. 4% ~ 72. 3%,
71.9% ~72.3% with DHV - B serotype and 94.3% ~98. 8% with DHV — C serotype. It proves that the YK
strain and new serotype strain in Korea belongs to DHV — C serotype.
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1 AP - 03337 DQ256132 South Korea DHV - C
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3 4 5 6 7 8 9 1 12 : 13 | 14
_______ 1 943 950:951 988 966 719723 723716 718 :714 716 1 YK
2 993:988i965:956:783:784:i739:737:736:704:700: 2 AP03337
3 3 964 1955 :784:785:737:736:736:709:702: 3 AP04009
4 0.7 96.6 :1958 :784:785:739:738:738:703:703: 4 AP04114
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